This listing of claims will replace all prior versions, and listings, of claims in the application: 

Listing of Claims: 
Cancel Claims 1-76 

77. (New) A recognition molecule, characterized in that it comprises an amino acid 
sequence which contains 

(i) the amino acid sequence SEQ ID NO. 1 or 2 and 

(ii) the amino acid sequence SEQ ID NO. 3 or 4 and 

(iii) the amino acid sequence SEQ ID NO. 5 or 6 
and 

specifically binds the glycosylated MUCl tumor epitope. 

78. (New) The recognition molecule according to claim 77, characterized in that it 
comprises an amino acid sequence which contains the amino acid sequences SEQ ID 
NO. 1 and SEQ ID NO. 3 and SEQ ID NO. 5 and specifically binds the glycosylated 
MUCl tumor epitope. 

79. (New) The recognition molecule according to claim 77, characterized in that the 
antibody firamework sequences 

a) FRHl, FRH2, FRH3 and FRH4 for the variable heavy chain Vh are the 
following amino acid sequences, the amino acid position corresponding to the 
numbering according to Kabat: 

for FRHl in position 1 E 
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for FRH4 in position 1 03 W 
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b) FRLl, FRL2, FRL3 and FRL4 for the variable light chain Vl are the following 
amino acid sequences, the amino acid position corresponding to the numbering 
according to Kabat: 

for FRLl in position 



for FRL2 in position 
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for FRL3 in position 



for FRL4 in position 
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80. (New) The recognition molecule according to claim 7.7 characterized in that the 
recognition molecule comprises a combination of sequences SEQ ID Nos. 33 and 35 
or humanized variants of said sequences. 

81 . (New) The recognition molecule according to claim 80, characterized in that it 
comprises a single-chain antibody fragment, a multibody, a Fab fragment, a fusion 
protein of an antibody fragment with peptides or proteins and/or an immunoglobulin 
of the IgG, IgM, IgA, IgE, IgD isotypes and/or subclasses thereof. 

82. (New) The construct according to claim 8 1 , characterized in that the recognition 
molecules are fused, chemically coupled, covalently or non-covalently associated with 
(i) immunoglobulin domains of various species, (ii) enzyme molecules, (iii) 
interaction domains, (iv) domains for stabilization, (v) signal sequences, (vi) 
fluorescent dyes, (vii) toxins, (viii) catalytic antibodies, (ix) one or more antibodies or 
antibody fragments with different specificity, (x) cytolytic components, (xi) 
immunomodulators, (xii) immunoeffectors, (xiii) MHC class I or class II antigens, 
(xiv) chelating agents for radioactive labelling, (xv) radioisotopes, (xvi) liposomes, 
(xvii) transmembrane domains, (xviii) viruses and/or (xix) cells. 

83. (New) A method for the production of recognition molecules or constructs 
according to claim 77 , comprising: 

(i) incorporating one or more nucleic acid molecules encoding the amino 
acid sequence of at least one recognition molecule according to claim 77 
in a virus or in a host cell; 

(ii) culturing the host cells or viruses under suitable conditions; and 
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(iii) obtaining the recognition molecule or construct, the effector cell bearing the 
recognition molecule or construct, or the virus, which specifically 
recognize the glycosylated MUCl tumor epitope. 

84. (New) Use of a recognition molecule according to claim 77 in the prophylaxis, 
prevention, diagnosis, reduction, therapy, follow-up and/or aftercare of tumor diseases 
and/or metastases. 

85. (New) The use according to claim 84, characterized in that the recognition 
molecules comprise IgG or firagments thereof. 

86. (New) The use according to claim 84, characterized in that the recognition 
molecules comprise multibodies. 
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